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Abstract : The aim of this study was to characterize bacterial population and yeasts in saliva by Polymerase chain reaction
followed by  denaturing  gradient  gel  electrophoresis  (PCR-DGGE)  and measure  yeast  levels  by  culture.  PCR-DGGE was
performed to identify oral bacteria and yeasts in 24 saliva samples. DNA was extracted and used to generate DNA amplicons of
the V2–V3 hypervariable region of the bacterial 16S rDNA gene using PCR. Further universal primers targeting the large
subunit rDNA gene (25S-28S) of fungi were used to amplify yeasts present in human saliva. Resulting PCR products were
subjected to denaturing gradient gel electrophoresis using Universal mutation detection system. DGGE bands were extracted
and sequenced using Sanger method. A potential relationship was evaluated between groups of bacteria identified by cluster
analysis of DGGE fingerprints with the yeast levels and with their diversity. Significant interpersonal variation of salivary
microbiome was observed. Cluster and principal component analysis of the bacterial DGGE patterns yielded three significant
major  clusters,  and  outliers.  Seventeen  of  the  24  (71%)  saliva  samples  were  yeast  positive  going  up  to  10³  cfu/mL.
Predominately, C. albicans, and six other species of yeast were detected. The presence, amount and species of yeast showed no
clear relationship to the bacterial clusters. Microbial community in saliva showed a significant variation between individuals. A
lack of association between yeasts and the bacterial fingerprints in saliva suggests the significant ecological person-specific
independence in highly complex oral biofilm systems under normal oral conditions.
Keywords : bacteria, denaturing gradient gel electrophoresis, oral biofilm, yeasts
Conference Title : ICMMIDE 2017 : International Conference on Medical Microbiology and Infectious Disease Epidemiology
Conference Location : Kuala Lumpur, Malaysia
Conference Dates : August 24-25, 2017

World Academy of Science, Engineering and Technology
International Journal of Medical and Health Sciences

Vol:11, No:08, 2017

O
pe

n 
Sc

ie
nc

e 
In

de
x,

 M
ed

ic
al

 a
nd

 H
ea

lth
 S

ci
en

ce
s 

Vo
l:1

1,
 N

o:
08

, 2
01

7 
pu

bl
ic

at
io

ns
.w

as
et

.o
rg

/a
bs

tr
ac

ts
/7

39
69

.p
df

ISNI:0000000091950263International Scholarly and Scientific Research & Innovation 11(08) 2017 1

https://publications.waset.org/abstracts/73969.pdf

