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Abstract : RNAseq represents an attractive methodology for the detection of functional genomic variants. RNAseq results
obtained from polyA+ RNA selection protocol (POLYA) and from exonic regions capturing protocol (ACCESS) indicate that
ACCESS detects 10% more coding SNV/INDELs with respect to POLYA. ACCESS requires less reads for coding SNV detection
with respect to POLYA. However, if  the analysis aims at identifying SNV/INDELs also in the 5’ and 3’ UTRs, POLYA is
definitively  the  preferred  method.  No  particular  advantage  comes  from ACCESS or  POLYA in  the  detection  of  fusion
transcripts.
Keywords : fusion transcripts, INDEL, RNA-seq, WES, SNV
Conference Title : ICGI 2017 : International Conference on Genome Informatics
Conference Location : Kyoto, Japan
Conference Dates : April 27-28, 2017

World Academy of Science, Engineering and Technology
International Journal of Biotechnology and Bioengineering

Vol:11, No:04, 2017

O
pe

n 
Sc

ie
nc

e 
In

de
x,

 B
io

te
ch

no
lo

gy
 a

nd
 B

io
en

gi
ne

er
in

g 
Vo

l:1
1,

 N
o:

04
, 2

01
7 

pu
bl

ic
at

io
ns

.w
as

et
.o

rg
/a

bs
tr

ac
ts

/5
79

93
.p

df

ISNI:0000000091950263International Scholarly and Scientific Research & Innovation 11(04) 2017 1

https://publications.waset.org/abstracts/57993.pdf

