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Abstract : Hepatitis delta virus (HDV) is a RNA virus that needs the function of hepatitis B virus (HBV) for its propagation and
assembly. Infection by HDV can occur spontaneously with HBV infection and cause acute hepatitis or develop as secondary
infection in HBV suffering patients. Based on genome sequence analysis, HDV has several genotypes which show broad
geographic and diverse clinical features. The aim of current study is determine the molecular epidemiology of hepatitis delta
virus genotype in patients with positive HBsAg among different ethnic groups of Iran. This systematic review study reviews the
results of different studies which examined 2000 Iranian patients with HBV infection from 2010 to 2015. Among 2000 patients
in this study, 16.75 % were containing anti-HDV antibody and HDV RNA was found in just 1.75% cases. All of positive cases
also have genotype I.
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