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Abstract : The completion of the human genome sequencing in 2003 opened a new perspective into the importance of whole
genome sequencing projects, and currently multiple species are having their genomes completed sequenced, from simple
organisms, such as bacteria, to more complex taxa, such as mammals. This voluminous sequencing data generated across
multiple organisms provides also the framework to better understand the genetic makeup of such species and related ones,
allowing to explore the genetic changes underlining the evolution of diverse phenotypic traits. Here, recent results from our
group retrieved from comparative evolutionary genomic analyses of varied species will be considered to exemplify how gene
novelty and gene enhancement by positive selection might have been determinant in the success of adaptive radiations into
diverse habitats and lifestyles.
Keywords : adaptation, animals, evolution, genomics
Conference Title : ICSRD 2020 : International Conference on Scientific Research and Development
Conference Location : Chicago, United States
Conference Dates : December 12-13, 2020

World Academy of Science, Engineering and Technology
International Journal of Mathematical and Computational Sciences

Vol:14, No:12, 2020

O
pe

n 
Sc

ie
nc

e 
In

de
x,

 M
at

he
m

at
ic

al
 a

nd
 C

om
pu

ta
tio

na
l S

ci
en

ce
s 

Vo
l:1

4,
 N

o:
12

, 2
02

0 
pu

bl
ic

at
io

ns
.w

as
et

.o
rg

/a
bs

tr
ac

ts
/2

37
26

.p
df

ISNI:0000000091950263International Scholarly and Scientific Research & Innovation 14(12) 2020 1

https://publications.waset.org/abstracts/23726.pdf

