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Abstract : Three bacterial species were isolated from the River Wye (Derbyshire, England) and identified using 16S rRNA
gene sequencing as Serratia proteamaculans, Aeromonas hydrophila and Klebsiella pneumoniae. Respiration rates of the
strains were measured in order to determine the metabolic activity under salt stress. The highest respiration rates of all three
strains were found at 0.17 M and 0.5 M NaCl and then the respiration rate decreased with increasing concentrations of NaCl.
In addition, the effect of increasing concentrations of NaCl on malate dehydrogenase activity was determined using cell-free
extracts of the three strains. Malate dehydrogenase activity was stimulated at NaCl concentrations up to 0.5 M, and a small
level of activity remained even at 3.5 M NaCl. The pH optimum of the malate dehydrogenase in cell-free extracts of all strains
was higher than pH 7.5.
Keywords :  fresh water,  halotolerant  pathogenic  bacteria,  16S rRNA gene,  cell-free  extracts,  respiration rates,  malate
dehydrogenase
Conference Title : ICCME 2015 : International Conference on Chemical and Molecular Engineering
Conference Location : Istanbul, Türkiye
Conference Dates : May 21-22, 2015

World Academy of Science, Engineering and Technology
International Journal of Chemical and Molecular Engineering

Vol:9, No:05, 2015

O
pe

n 
Sc

ie
nc

e 
In

de
x,

 C
he

m
ic

al
 a

nd
 M

ol
ec

ul
ar

 E
ng

in
ee

rin
g 

Vo
l:9

, N
o:

05
, 2

01
5 

pu
bl

ic
at

io
ns

.w
as

et
.o

rg
/a

bs
tr

ac
ts

/1
62

44
.p

df

ISNI:0000000091950263International Scholarly and Scientific Research & Innovation 9(05) 2015 1

https://publications.waset.org/abstracts/16244.pdf

